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Surveillance of a novel norovirus variant

  

(Kawasaki,  Japan, 16 February 2016) Genetic mutations that occurred in the  norovirus GII.17
strains circulating in Japan from 2013 to 2015 were  studied by researchers affiliated with Kawa
saki 
IN
novation 
G
ateway at SKYFRONT, Japan. 
In  their findings published in Euro Surveillance, the researchers call for  careful monitoring of
the new GII.17 variant to prevent global  outbreaks due to the potential of it evading the host’s
immune system.

  

Further  information about science and technology projects at Kawasaki City is  available in the
Kawasaki SkyFront iNewsletter that highlights research  being conducted by scientists and
industries affiliated with Kawasaki INnovation Gateway at SKYFRONT (KING SKYFRONT)—t
he City’s flagship science and technology hub focused on open innovation in the life sciences
and environment.

  

KING SKYFRONT is located on the opposite side of the Tama River that separates Tokyo 
International Airport (also known as Haneda Airport) and the Tonomachi  district of Kawasaki.
The Airport plays an important role in the  globalization of the innovative activities of scholars,
industrialists  and City administrators based at KING SKYFRONT.

  

February 2016 issue of Kawasaki SkyFront iNewsletter: http://inewsletter-king-skyfront.jp/en/

  

Surveillance of a novel norovirus variant

 1 / 5

http://eu.vocuspr.com/Tracking.aspx?Data=HHL%3d8.%3c496-%3eLCE5%3a130%3e%26SDG%3c%3a0%3c2&RE=MC&RI=5220360&Preview=False&DistributionActionID=167075&Action=Follow+Link


 Kawasaki INnovation Gateway at SKYFRONT: Surveillance of a novel norovirus variant

Écrit par Kawasaki INnovation Gateway SKYFRONT
Mardi, 16 Février 2016 12:00 - Mis à jour Mardi, 16 Février 2016 13:02

  

Norovirus  is a major causative pathogen of viral gastroenteritis in people,  leading to vomiting
and diarrhea. Until recently, global outbreaks of  norovirus have mainly been caused by
genotype GII.4. However, a new  variant norovirus strain was prevalent in Japan in the winter of
 2014–2015. This novel norovirus was a genotype GII.17 variant.

  

To  investigate the genetic mutations that have occurred in the norovirus  GII.17 strains, Hideaki
Shimizu and co-workers at the Kawasaki City  Institute for Public Health, Kanagawa, and
collaborating Japanese  researchers conducted whole genome sequencing of the new variant 
including other GII.17 strains circulating in our country from 2013 to  2015 [1].

  

The  team used next-generation sequencing techniques to analyse six GII.17  strains that were
available in Japan from 2013 to 2015. All strains were  assigned to GII.17 in the VP1 gene,
which codes a major capsid protein  of norovirus. However, the norovirus genotyping server
could not  characterize RNA polymerase genotypes of the strains, which indicates  the norovirus
contains novel sequences. Therefore, Shimizu and his team  also inferred a potential of genetic
mutations within the capsid region  of the strains. They named the variant as
Hu/GII/JP/2014/GII.P17-GII.17.

  

They  found that the GII.17 strain circulating in Japan in November 2014 to  March 2015 was a
novel variant with several amino acid substitutions in  the RNA polymerase and capsid regions.

  

Further  phylogenetic analysis of norovirus shows the emergent strain has  quietly been
circulating in Asia from 2013. Also, it appears to undergo  an evolutionary history diverse from
other previous GII.17 strains.

  

The  researchers call for careful monitoring of the new GII.17 variant,  because it may trigger
global outbreaks in future due to the potential  to evade the host’s immune system.

  

Reference and affiliations

    
    1. Y. Matsushima1,2, M. Ishikawa1, T. Shimizu1, A. Komane1, S. Kasuo3, M. Shinohara4, K.
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    2. Department of Microbiology, Yokohama City University School of Medicine, Kanagawa,
Japan   
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*Correspondence:ÂÂ  shimizu-h(at)city.kawasaki.jp
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Researchers  at the Kawasaki City Institute for Public Health identified the novel  norovirus
GII.17 variant, which caused a number of cases of acute  gastroenteritis in Japan in winter
2014-2015, based on whole genome  sequencing.

Video Feature

  

Keiichi Masuya, Ph.D.

  

Vice President: Head of Chemistry, PeptiDream Inc.

  

http://inewsletter-king-skyfront.jp/en/video_feature/vol_6/feature01/

  

ÂÂ 

  

Research Highlights

  

Sensor for measuring metabolism of cells during cultivation in Petri dishes

  

http://inewsletter-king-skyfront.jp/en/research_highlights/vol_6/research01/

  

ÂÂ 

  

Precision design to kick-start the healing process
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ÂÂ 

  

Surveillance of a novel norovirus variant

  

http://inewsletter-king-skyfront.jp/en/research_highlights/vol_6/research03/

  

ÂÂ 

  

About KING SKYFRONT

  

The  Kawasaki INnovation Gateway (KING) SKYFRONT is the flagship science and  technology
innovation hub of Kawasaki City. KING SKYFRONT is a 40  hectare area located in the
Tonomachi area of the Keihin Industrial  Region that spans Tokyo and Kanagawa Prefecture
and Tokyo International  Airport (also often referred to as Haneda Airport).

  

KING  SKYFRONT was launched in 2013 as a base for scholars, industrialists  and government
administrators to work together to devise real life  solutions to global issues in the life sciences
and environment.

  

ÂÂ 
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